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IMGPR_plasmid_2905820303_000005: 1-23,147 (+)
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IMGPR_plasmid_2902989020_000003: 1-21,064 (+)
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IMGPR_plasmid_2874070856_000004: 1-19,291 (+)
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IMGPR_plasmid_2871424689_000008: 1-16,258 (+)
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IMGPR_plasmid_2921842437_000010: 1-14,747 (+)
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IMGPR_plasmid_2731957809_000011: 1-15,185 (+)
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IMGPR_plasmid_2681813062_000010: 1-19,518 (+)

IMGPR_plasmid_2924362350_000008: 1-18,888 (+)
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IMGPR _plasmid_2876358570_000005: 1-21,539 (+)
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IMGPR_plasmid_2908716419_000005: 1-20,909 (+)

} 9000 nt

virulence (VFDB) AMR (AMRFinderPlus)




