] L X

IMGPR_plasmid_3300037296_000464: 1-16,446 (+)

D G G G

IMGPR_plasmid_3300031382_000237: 1-15,413 (+)

GO K

I
IMGPR _plasmid_3300017901_000045: 1-15,381 (+)

O-DBDHTA A

IMGPR_plasmid_3300031403_000292: 1-21,195 (+)

-DEO—HDA a

IMGPR_plasmid_3300031393 000254: 1-20,643 (+)

{OPEO—HTA s

IMGPR_plasmid_3300031335_000212: 1-22,838 (+)

S~

—LOPDXIC KK

'
IMGPR_plasmid_3300031208_000152:1-21,611 (+)

OO a

IMGPR_plasmid_3300031607_000346: 1-22,948 (+)

O—-HTA H

IMGPR_plasmid_3300031217_000264: 1-20,001 (+)

—HA H

X

IMGPR_plasmid_3300031396_000225: 1-19,766 (+)
} 9000 nt
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